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TOM TAT

Laa ld logi cdy quan trong trong nén sén xudt néng nghiép, Ié ngudn thu nhap
chinh cda ngudi dén Viét Nam. Tuy nhién, trwdc tinh hinh dich hai rdy néu
trong nhitng nédm qua gdy dnh hudng nghiém trong dén cdc khu vire tréng
lta va géy gidm nédng sudt ddng ké trong sén xudt. Vi vdy, viéc chon tao giéng
lta ¢6 ndng sudt, chdt luwong cao va mang gene khdng rdy néu I mét vin dé
clp thiét va thdch thirc khéng nhé cho nha chon gidéng. Nghién ciru duoc
thuc hién trén t6 hop lai MTL859/KorKhor57 va 37 dong lai F3 dé chon loc
12 dong lai F3 wu ti c6 chiéu cao cdy tir 97,5 cm dén 110 cm thudc nhém
thép, chiéu dai béng lua tir 23,3 cm dén 27,6 cm thuéc nhém trung binh, ty
1é hat chdc trén 80%, khéi lwong 1000 hat tir 29,5 g dén 35,4 g. Pdng thoi,
két qud khdo sdt 25 chi thi phdn tl SSR chi ¢é déu chi thi RM3331 thé hién
duwoc bdng da hinh gitka b6 va me. Chi thj phén tir RM3331 ndm trén gen
Bph21 thubc nhiém sdc thé s6 12 lién két véi QTL Qsbphl2a cé khd ndng kich
hoat co ché khdng antibiosis va antixenosis khi bj tdn céng bdi rdy ndu thudc
biotype 1 cho thdy cé 4 dong lai F3 va giéng KorKhor57 mang gene khdng
réy néu (130 bp) va 3 dong lai F3 mang gene giéng me MTL859 khéng mang
gene Bph21 (110 bp) . Con lai 5 dong lai F3 mang gene di hop ti. Tir d6, cdc
dong lua wu ti sé duwoc chon tiép tuc quan sdt va ddnh gid ddc tinh khdng
réy ndu & thé hé tiép theo.

ABSTRACT

Rice is an important crop and a main source of income for Vietnamese
people. However, in recent years, the spread of Nilaparvata lugens (Stél) has
severely affected rice-growing areas, which has led to significant yield losses
in rice production. Therefore, the selection and breeding of high-yielding rice
varieties carrying quality traits and genetic resistance to the brown
planthopper have become urgent and considerable challenges for breeders.
Research on the MTL859/KorKhor57 hybrid combination and 37 F3 hybrid
lines, selecting 12 outstanding individuals. These individuals have plant
heights from 97.5 cm to 110 cm, falling into the short group; panicle lengths
from 23.3 cm to 27.6 cm, falling into the medium group,; over 80% seed
solidity; and 1000-seed weight from 29.5 g to 35.4 g. At the same time, the
evaluation of the 25 SSR markers revealed that there was only one RM3331
marker, given the polymorphism between parents. When brown
planthoppers of biotype 1 attack, the RM3331 marker on the Bph21 gene on
chromosome 12 linked to QTL Qsbph12a activates antibiosis and antixenosis
resistance mechanisms, indicating the presence of 4 hybrid individuals. The
variety KorKhor57 carries the brown planthopper-resistant genotype (130
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bp), while 3 hybrid individuals carry the parent genotype MTL859 without
the Bph21 gene (110 bp). The remaining five hybrid individuals have
heterozygous genotypes. Thus, promising rice lines will be selected to
continue observing and evaluating brown planthopper resistance properties
in the next generation.

1. DAT VAN DE

Cay lta (Oryza sativa L.) la moét trong nhitng
cay tréng quan trong cla thé gidi, dwoc trong
trén nhiéu quéc gia va hon 3,5 ty ngudi trén thé
gidi da s dung lua gao lam nguén lvong thuc
chinh [1] va gao cung cap tir 20%-80% luong
calo hang ngay. Theo uéc tinh, dan so trén thé
gidi tang tlr 6 ty ngudi vao nam 2000 |én 9,6 ty
nguwdivao ndm 2050 va dé dap rng cho nhu cau
vé lwong thuce can phai tréng thém 40% lta gao
vao ndm 2030 va 70% vao ndm 2050 [2], vi thé
viéc ddp rng dd nhu cau luvong thyc trén thé
gidi 1a mét mdi quan tdm hang dau cla nhiéu
quéc gia va de doa nén an ninh lwong thuc thé
gi¢i. Tai Viét Nam, cay lua déng vai tro quan
trong trong nén kinh t& xuat khiu lda gao va
hién nay Pong bang séng Clru Long (PBSCL)
dugc xem la moét trong nhirng vung canh tac lda
trong diém va cung cap luvong thwc chi yéu cho
cd nwdce va xuat khau.

Bén canh nén kinh t& ngay cang phat trién,
nhu ciu tiéu dung cha ngudi dan cling dan thay
ddi, tir viéc dn no chuyén sang an ngon, san
pham gao cé hinh thirc dep, chat lvgng com
ndu mém déo va cé mui thom dang chiém thj
phan I&n trén thi trudng hién nay. Nhung thuc
té, trong san xuat lta gao thi viéc ddm bao nang
suat va chat lwgng con phu thudc vao nhiéu yéu
td nhu tdc nhan sinh hoc va phi sinh hoc gay
anh hudng 1én dén chat lvong cling nhuw nang
suat lua.

C4c stress sinh hoc va phi sinh hoc khac nhau
lam gidm nang suat lba & hau hau hét cac nudc
tréng lGa. Trong s6 céc stress phi sinh hoc, ray
nau (BPH: Brown Plant Hopper) Nilaparvata
lugens Stal la mot trong nhitng loai con trung
tan phd lia manh nhat, gay thiét hai hang triéu

d6 la mb6i ndm [3, 4]. Day 1a loai con trung hat
nhwa cdy gay hai cho cay lda bang céch &n va
phé hoai mach ray dan dén sinh truéng giam,
phd hdy s6 lwvgng nhanh gay gidm ndng suat va
gay hai gian tiép bang cach truyén bénh vang
lun, lun xoan l& [5]. Do vay viéc néng dan sk
dung thuéc hda hoc da lam gidm quan thé cén
trung cé ich trén déng ruéng va gdy mat can
bang hé sinh thai va lam phat trién céc noi ray
nau khang thuéc. Vi vy, viéc tdn dung khd ndng
khdng tu nhién cta cay trong dugc xem |a mot
trong nhitng cach quan trong va tiét kiém nhat
trong quan ly ray nau.

Hién tai, chi thi phan t&r DNA dugc st dung
nhuw mét cong cu hd tro cho lai tao (MABC —
Molecular Asissted Backcrossing) va chon loc
(MAS — Molecular Assissted Selection) da dugc
khang dinh cé hiéu qua trong cac chwong trinh
chon giéng cay trong. Marker RM3331 nam
trén NST s6 12 lién két v&i QTL Qsbph12a cé kha
nang kich hoat co ché khang ray nau thudc
biotype 1 dan dén viéc gidm déng ké ty & séng
cla ray ndu. Ping truwdc tinh hinh hién nay,
huwdng nghién clru tuyén chon ra nhitng giéng
[da mang gene khang ray dong thoi cd chat
lwong va nang suat cao la nhiém vu trong tdm
cUa cac nha nghién ctru. Vi vay, nghién clru
duwoc thyc hién nham chon ra cac dong lai F3
[Ga c6 chi tiéu ndng hoc phlu hop véi nhu cau
thi trwong, cé chat lugng, thanh phan nang
suat cao va mang gene khang ray nau.

2. PHUONG PHAP NGHIEN CU'U
2.1. Vat liéu nghién ctru

Cac giéng/dong lai F3 lta s dung trong thi
nghiém nay bao gébm 2 giéng lda bd me
(MTL859/KorKhor57) va 37 dong lda lai F3
duoc thu thdp va luu trit tai Phong thi nghiém
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Bdo tén ngudn gen thyc vat thudc Trudng Nong
nghiép, Trudng Pai hoc Can Tho.
2.2. Phuong phap nghién ctru
Chon giéng truyén théng dé chon loc va
danh gid cac dong lai F3 trién vong vé cac dac
tinh ndng hoc va yéu t6 cau thanh nang suét.
Chiéu cao cdy (cm): dugc do tlr mat dat dén
dinh cha béng cao nhéat, khdng ké rau hat. Dugc
danh gia theo [6] dugc thé hién & Bang 1.
Chiéu dai béng lda (cm): 1a chiéu dai cla
bong lta & giai doan chin dwoc do tir c6 bdng

dén dinh cha béng cao nhat, khéng ké hat va
rau, dugc danh gia theo Bang 1

Chiéu dai |3 c& (cm): duwoc do tir phan ¢d 13
dén phan chép phién 13, dugc danh gid theo
IRRI (2013) va thé hién & Bang 2.

Ty 1é hat chic (%): bang téng s6 hat chic trén
bong/téng s6 hat trén béng.

Khéi lwvgng 1000 hat: d€m 1000 hat chac va
can khai lwgng 1000 hat, quy vé am d6 chuan
14%, don vi tinh bang g (gram).

Bang 1. Phan nhém chiéu cao cay va chiéu dai bdng cta IRRI (2013)

Phan nhém Chiéu cao (cm) Dang bong Chiéu dai bong (cm)
Thap <110 Ngan 20-25cm
Trung binh 110-130 Trung binh 26-30cm
Cao >130 Dai >30cm

Ngubdn: https://ricepedia.blogspot.com/2018/04/2013-irri-ses-standard-evaluation.htm|

Bang 2. Phan loai nhém chiéu dai 13 c& cha lua theo tiéu chuan IRRI (2013)

Chi tiéu hinh thai Giai doan lay chi tiéu Cap biéu hién
Chiéu dai 13 c& (cm) Chin 1. Nh6 hon 40 cm

2. Tir 40-50 cm

3. Tir 50-60 cm

4. Lén hon 60 cm

Ngubn: https.//ricepedia.blogspot.com/2018/04/2013-irri-ses-standard-evaluation.htm/

2.3. Phan tich d3c tinh di truyén

Mau 14 cla cac giéng/dong lai F3 lua thi

nghiém duoc ly trich theo quy trinh cha Doyle

and Doyle [7]. DNA thu duwoc s&r dung trong

danh gid kiéu gene vé kha ndng khéng ray nau
bang phuwong phap PCR thuc hién trén cac
marker liét ké trong Bang 3.

Bang 3. Danh sach primer sir dung cho thi nghiém

Primer Trinh ty mdi (5’-3’) Gen/QTL Ngudn
M®di nhan dién gen khang ray nau
RM3331F CCTCCTCCATGAGCTAATGC Bph21 8]
RM3331R AGGAGGAGCGGATTTCTCTC
RM28427R GCAAATGCTCAAGTGAAGTTGG Bph18 8]
RM28427F CTGTGAGAAGGTTGAGACTTGAAAGG
RM19324 AATCCCGTCCTAGAGTTCTTCTACC Bph18 9]
RM589 GAGGTTGTTTGGATGGATAGATGG
RM28561F CTTCAAGACTGGCCCAATATTACTGC
RM28561R TGACTGAAGCCTTCTTCACTTGC Bph21 (8]
RM16553F CATAGCCACTTATCGTTGTTACGC Bph21 8]
RM16553R TGTCCATCTATGACTGTCCACTACG
RM16556F TTGGACCAGGAGATCAATGAAGG Bph20 [10]
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Primer Trinh tw méi (5’-3’) Gen/QTL Nguén
RM16556R GTGCGCACACTCTTCTATGTGC
HI34F GCCGAATGGTAAGAAGAG
Bph20 (8]
HJ34R GCGAGTTAACCAATGCTTGG
RMS072F GATCACTCAGGTCATCCATTC 503 o
RM8072R AATCAGAGAGGCTAAAGACAATAAT
RM19291F CACTTGCACGTGTCCTCTGTACG Bph3
RM19291R GTGTTTCAGTTCACCTTGCATCG 9]
MS1F CATGGACCCACTTGTCATCC
Bph15 [11]
MSIR AGCATGAGAGACTGCCAAGG
RM545F CAATGGCAGAGACCC AAAAG Bph13 [12]
RM545R CTGGCATGTAACGAC AGTGG
RMA401F TGGAACAGATAGGGT GTAAGGG Bph17 [13]
RMA401R CCGTTCACAACACTA TACAAGC
RM1103F CAGCTGCTGCTACTA CACCG Bph1 [14]
RM1103R CTACTCCACGTCCAT GCATG
YM35 GCATGCTGTATTACAATTACGA boh3? [15]
YM35 GACAACGTACCACAGATTCC
RM302F TGCAGGTAGAAACTTGAAGC bon7 [15]
RM302R AGTGGATGTTAGGTGTAACAGG
RM240F CCTTAATGGGTAGTGTGCAC boh13 [16]
RM240R TGTAACCATTCCTTCCATCC
RM262F CATTCCGTCTCGGCTCAAC boh13 [17]
RM262R CAGAGCAAGGTGGCTTGC
RM245F ATGCCGCCAGTGAATAGC Japhs [17]
RM245R CTGAGAATCCAATTATCTGGGG
RM160F AGCTAGCAGCTATAGCTTAGCTGGAGATC [17]
RM160R TCTCATCGCCATGCGAGGCCTC 9Bph9
RM271F TCAGATCTACAATTCCATCC [17]
RM271R TCGGTGAGACCTAGAGAGCC 9Bph9
Bph14PF GGCGACTGCGAATGCTAT
Bph14PR GGCAGATCATCACCAACTCC
Bph14 [18]
Bph14NF CTACAGGCAGCCAGCAGAT
Bph14NR TCCTGTCAGATTCTTGCACTG
RM28366F AGGATACTTCGAAAGACTGAGC Bph2 [19]
RM28366R GTTTGTCACGAGAGCTTCTACC
RM17F TGCCCTGTTATTTTCTTCTCTC
Bph9 [20]
RM17R GGTGATCCTTTCCCATTTCA
RM247F TAGTGCCGATCGATGTAACG boh1 201
RM247R CATATGGTTTTGGACAAAGCG
RM463F TTCCCCTCCTTTTATGGTGC Bph2, o
RM463R TGTTCTCCTCAGTCACTGCG qBph9

2.4. Phwong phap x ly sé liéu
S8 lidu dwoc nhap va luu trit bang chuong

trinh Microsoft Office Excel 2019. V& biéu do st ad/).
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dung Microsoft Office Excel 2019, R-studio
(https://rstudio.com/products/rstudio/downlo
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3. KET QUA VA THAO LUAN
3.1. Chiéu cao cay

Chiéu cao cdy la mdt dac tinh quan trong
lién quan dén ndng suét lta, chiéu cao cay qua
cao hodc quéa thap s& dnh huwdng truc tiép dén
nang suat lGa. Hién nay, cic gidng lua ban lun
duwoc st dung nham cai thién ndng suét lda,
tuy nhién néu cay qua lun s& tdc ddng xau dén
nang suat [22].

Qua két qua danh gia 37 dong lai F3 lda thi
nghiém cho thay chiéu cao cdy clia cac dong lai
F3 lai dao dong tr 95-119 cm. Trong dd co 26
dong lai F3 va giéng MTL859 (Giéng me) co
chiéu cao cay thudc phan nhém thap (< 110
cm) va 11 dong lai F3 lai va giéng KorKhor 57
(Gidng bd) thuéc nhdm chiéu cao trung binh
(110-130 cm).

Theo nhan dinh cGa Nguyén Thanh Truc
(2019) [23] chiéu cao cay dao déng khoang 90-
100 c¢cm 13 thich hgp dé cho nang suat cao va
duoc xem |a phu hop vé ndng suat va phu hop
v&i canh tac & Dong bang Séng Clru Long. Nhu
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vay, c6 6 dong lai F3 Ida trong thi nghiém phu
hop véi tiéu chi chon giéng 1a c6 tiém nang
nang suat cao cla cac nha chon giéng.

3.2. Chiéu dai la cor

L4 lGa cé chirc ndng chinh trong viéc lam day
hat gao, cac bdo cdo cho rang hon mot nlra s6
Carbohydrate trong hat lGia cé nguén géc tir qua
trinh quang hop & |a. Kich thudc 1a anh hudng
dén khéi lwgng 1000 hat, khéi lugng hat trén
bong va cac ddc diém khac lién quan dén nang
suat [ia [24]. Thém vao do6, |a co déng gop 45%
nang suat hat bdi vi cung cip cdc san pham
quang hop cho bdng lUa, trong d6 chiéu dai l4
co tlr 1au dwgc xem la moét trong nhitng chi tiéu
quan trong trong viéc phat trién kiéu hinh cay
lGa mang tiém ndng nang suat cao [25].

Qua két qud ghi nhan trén 37 dong lai F3,
chiéu dai 1a co dao déng tir 26,4 cm dén 39,6
cm. Doi vai gidbng MTL859 cé chiéu dai ld co la
34 cm va gidng lta KorKhor57 cé chiéu dai 31,6
cm. C6 11 dong lai F3 cé chiéu dai béng dao
dong trong khodng 31,6 cm dén 34 cm.

40

36

«— MTL859

Chidu dai (cm)

o®

Hinh 1. Chi tiéu néng hoc ctia 37 dong lai F3 lda thi nghiém
(A) Chiéu cao cdy, (B) Chiéu ddi ld c&
(Cdc diém tron tuong trng vdi cdc dong lai F3 con lai)
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3.3. Chiéu dai bong lua

Chiéu dai béng 1a mét dac tinh quan trong
lién quan dén nang suat lta [26]. Nhirng gidng
lGa cé chiéu dai bdng cang dai thi cho ndng suat
cao. Pac tinh nay tac ddng manh dén nang suat
lGa, nhirng gidng c6 bdng cang dai thi sd nhanh
cap 2 cang lén [27], dan dén s6 lwgng hat trén
boéng cang |&n [28], ty 1& thudn vdi s6 hat trén
béng [29] va khdi lwgng 1000 hat [30], do d6
quyét dinh truc tiép dén nang suat bong.

Qua két qua ghi nhan 37 dong lai F3 lda thi
nghiém cho thay chiéu dai bong cla cic dong
lai F3 lai dao dong twr 21,7-29,3 cm. Trong dd cé
10 dong lai F3 lai c6 chiéu dai bong dudi 25 cm
thudc dang bong ngan, 27 dong lai F3 lai con lai
c6 chiéu dai bdng tir 25-29,3 cm. Hai giéng lta
b6 me la MTL859 c¢6 chiéu dai bong 1a 26,1 cm
va KorKhor57 la 27 cm thudéc nhém cé dang
béng trung binh. Hon nita c6 8 trong s6 37 dong
lai F3 c6 chiéu dai bdng vuot trdi hon so vdi
gidng bé me, 8 dong lai F3 lai c6 chiéu dai bong
dao dong trong khoang 26,1-27 cm va 21 dong
lai F3 c6 chiéu dai bong lta ngdn hon so véi
giong MTL859 va KorKhor57.

3.4. Ty lé hat chac

Ty 1& hat ch3c c6 anh hudng dén ning suat
lGa rd rét, ngoai ra ty 1& hat chdc con phu thudc
vao lugng tinh b6t dwoc tich Iy trén cay [31].
Hon nita, theo [32], ty |é hat ch3c trén 80% thi
s& cho nang suat cao tuy nhién diéu kién ngoai
canh ciling 1a mét trong nhitng yéu té quan
trong dnh hudng dén ty |& hat chic trén béng.

Danh gia ty & hat chac trén 37 dong lai F3
lGa nghién ctru, ty 1& hat chiac dao dong tw
61,1% dén 95,4%. Trong d6 ty 1é hat chic cla
giéng MTL859 la 85% va giong KorKhor57 la
80,5%, c6 30 dong lai F3 Ida trong 37 dong lai
F3 lGa thi nghiém cé ty & hat chic trén 80%.
Nhu vy cé thé ndi cdc dong lai F3 cé ty 1é hat
chac cang cao thi chitng td s6 hat chac trén

béng cang nhiéu gép phan lam tdng nang suat
cay lta. Vi vay, dé cé ty |1é hat chic trén bong
cao phai bd tri thoi diém gieo cdy thich hop, khi
lGa lam dong tré béng va chin trong méi trudng
thuan lgi, déng thoi dong lai F3 lda phai duoc
cung cap day dd chat dinh dudng va ché do
nudc phu hop.

3.5. Khéi lwong 1000 hat

Khai lvgng 1000 hat [a mét trong nhitng dédc
diém quan trong lién quan dén thanh phan
nang suat lua, trong do viéc tang khoéi lugng
1000 hat s& tang nang suat [33]. Ngoai ra, khoi
lwong 1000 hat con cho thay kich thuéc 16n
hodc nhé cla hat gao, cac giéng cé khéi lwgng
1000 hat cao s& mong doi mang dén cac nang
suat cao cho giéng la [34]. Thém vao dé, khdi
lwgng 1000 hat la tinh trang it bi anh hudng boi
nhitng yéu t6 mdi trwdng va cho thay kha nang
di truyén cao va tién bé di truyén cta cac tinh
trang cao, diéu nay cho thay sy hoat dong cla
gene cOng gop co thé hiru ich trong cai tién cay
trong [35].

Qua két qua danh gia khoi lvong 1000 hat
trén 37 dong lai F3 Ida thi nghiém cho thay khéi
lwong 1000 hat dao ddng tir 26,7 g dén 36,9 g.
V@i giong lia MTL859 cé khdi lvgng 1000 hat 13
32,07 g va KorKhor 57 la 28,3 g. C6 35 dong lai
F3 lUa trong téng s6 37 dong lai F3 lai c6 khéi
lwong 1000 hat 1én hon giéng bé (KorKhor 57).
Theo Nguyén Ngoc Dé (2008) [32] nhan thay
rang cac giong lda cé khdi lwong 1000 hat trén
25 g c6 tiém ndng ndng suat cao va trong bd lia
thi nghiém tat c3 cac dong lai F3/gidng déu cd
khéi lvgng 1000 hat > 25 g.

Theo Nguyén Thanh Truc (2019) [23] khéi
lwong 1000 hat quyét dinh tuy thudc vao dé no
day cua hat lda va déi vdi cong tic chon tao
giong, nhirng giéng lua cé khéi lvgng 1000 hat
cao la rat can thiét trong chwong trinh chon tao
giéng lta nang suat.
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Hinh 2. Chi tiéu néng hoc cta 37 dong lai F3 lua thi nghiém
(A) Chiéu dai béng, (B) Ty 1é hat chdc, (C) Khéi luong 1000 hat
(Cdc diém tron twong trng vdi cdc dong lai F3 con lai)

3.6. K&t qua phan tich kiéu gene

Qua két danh gia kiéu gene duoc thyc hién
trén 25 cdp moi nhan dién gene khang ray nau
ghi nhan 24 cdp moi khéng phan biét duwoc
gene khang ray, con lai marker RM3331 nam
trén nhiém sac thé s6 12 & vung QTL Qsbph12a
cé chira gene Bph21 (khang rdy nau) va cé
khodng cach di truyén 13 23,45 ¢cM [10] nhén
dién duwoc kha nang khang ray trén té hop lai
MTL859/Korkhor57 dang nghién clru. Két qua
phan tich kiéu gene khing ray nau cho thay
marker RM3331 s& khuéch dai band hinh 130
bp thé hién kiéu gene khang ray ndu va kich
thwdc band hinh 110 bp thé hién khéng mang
gene khang Bph21.

K&t qua phan tich phd dién di san pham PCR
st¢ dung marker RM3331 trén gel

Polyacrylamide 8% v&i giébng me P1 (MTL859),
gidng bd P2 (KorKhor57) va 12 dong lai F3 wu
td. Két qua dién di cho thay gidng lta MTL859
khuéch dai band hinh 110 bp khéng mang gene
khdng rdy ndu Bph21 va giéng KorKhor57
khuéch dai badng hinh 130 bp mang gene khang
ray ndu. Thém vao do, & cac dong lai F3 lai cd vi
tri 1, 3, 4, 9 khuéch dai kich thuéc band 130 bp
cho thay mang kiéu gene khang ray nau. O vi tri
2, 7 va 8 khuéch dai kich thudc band hinh 110
bp khong mang gene khang Bph21, phu hgp véi
nghién ctru cda [10]. Hon nira, gene Bph21 thé
hién tinh trang tr6i vi vay cac dong lai F3
khuéch dai vi tri bang hinh 110 bp va 130 bp
mang kiéu gene di hop tlr nén cé kha nang
chéng chju ray nau cua giéng KorkKhor57.
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200bp —»

100bp —

130bp
110bp

Hinh 3. Phd dién di san pham PCR bang chi thj phan tlr RM3331 trén gel polyacrylamide 8%
(M: Ladder 100 bp; P1: MTL859 (me); P2: KorKhor57 (b6);
1-12: nhitng dong lai F3 lua lai wu tu sau khi tuyén chon; (-): méu khéng c6 DNA)

4. KET LUAN

Nghién clru nay da thanh cong chon loc
dugc 12 dong con lai F3 mang kiéu hinh wu tu
c6 chiéu cao cay thuéc nhdm thap (< 110 cm),
chiéu dai béng lta thuéc nhém trung binh (tir
25-27,6 cm), ty & hat chdc > 80% va cé khdi
lwgng 1000 hat cao (I&n hon 27 gram). Trong
ddé nghién cru con ing dung chi thi phan t&r SSR
(RM3331) da chon loc 4 dong lai F3 mang kiéu
gene déng hop ti giong bd KorKhor57 (mang
gene khang ray nau) va 5 dong lai F3 di hop tir.
Dé nghi tiép tuc khao sat 9 dong con lai wu tu
nay & thé hé tiép theo.

L&i cdm on

Xin chan thanh cdm on Vién nghién ciu
noéng nghiép Loc Troi da cung cap tai chinh cho
nghién clru nay. Chan thanh cdm on cac ban
Chung Trwong Quéc Khang, Nguyén Lé Dirc Huy
va nhédm nghién ciru thudc Khoa Di truyén va
Chon Giéng cay trong d3 ho tro trong cong tac
lai tao va chon loc dong lai F3 ngoai thuc dia.
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